
Supplemental material:
Comparison of gut microbiome and organic acids in male vs. female human subjects included in the present study.
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Beta-diversity of the gut microbiome in male vs. female human subjectsincluded in the present study.
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No significant difference.

Alpha-diversity of the gut microbiome in male vs. female human subjectsincluded in the present study.
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No significant difference.

Relative abundance of major phyla detected in male vs. female humansubjects included in the present study.
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Only Prevotellaceae and Prevotella are significantly different.

Relative abundance of major bacterial families and genera detected in malevs. female human subjects included in the present study.
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No significant difference.

Fecal concentration of lactate and major short-chain fatty acids in male vs.female human subjects included in the present study.


